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Blastocystis hominis is one of the most common intestinal protozoans in human. The prevalence of Blastocystis
hominis infection is higher in developing countries. The aim of this study was to determine the molecular epidemiology
of Blastocystis hominis in Indonesian immigrant workers in Taiwan. Total 128 fresh fecal samples were collected and
examined by microscope for parasitology study. Thirty of the total 128 examined immigrants (21.8%) are positive for
intestinal parasitic infections, and 28 immigrant workers are Blastocystis hominis infection. After DNA extracted from
positive for Blastocystis hominis infection stool samples, Small subunit ribosomal RNA (SSU-rRNA) genotyping was
performed by nested polymerase chain reaction and phylogenetic analysis. The 25 of the 28 (89.2%, 25/28) samples
are positive in PCR study and the most common genotypic is subtype 3 (52.0%, 13/25), the second is subtype 2
(36.0%, 9/25) and subtype 1 is following (12.0%, 3/25). In phylogenetic analysis, the ST2 and ST3 sequences were
clustered and with high simulated to the isolates found in human. The ST1 sequences also appears to specific
related the isolates from of Pongo pygmaeus and pig origin infection. The studies indicated that some of Blastocystis
hominis in humans were closely related to animals. Considering that Blastocystis hominis is a zoonotic infection,
which is transmitted by the fecal-oral route, and many studies have shown that existence of different host specificity
among many different genotypes of Blastocystis. More public education and proper management in the future may
help to reduce Blastocystis hominis transmission and contamination. (J Intern Med Taiwan 2014; 25: 199-205)
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